1: Chang B, Levin ], Thompson WA, Fairbrother WG. High-throughput binding
analysis determines the binding specificity of ASF/SF2 on alternatively spliced
human pre-mRNAs. Comb Chem High Throughput Screen. 2010 Mar;13(3):242-52.
PubMed

PMID: 20015017.

2: Watkins KH, Stewart A, Fairbrother W. A rapid high-throughput method for
mapping ribonucleoproteins (RNPs) on human pre-mRNA. ] Vis Exp. 2009 Dec 2;(34).
pii: 1622. doi: 10.3791/1622. PubMed PMID: 19956082.

3: Reid DC, Chang BL, Gunderson SI, Alpert L, Thompson WA, Fairbrother WG.
Next-generation SELEX identifies sequence and structural determinants of splicing
factor binding in human pre-mRNA sequence. RNA. 2009 Dec;15(12):2385-97. Epub
2009 Oct 27. PubMed PMID: 19861426; PubMed Central PMCID: PMC2779669.

4: Kang ], Gemberling M, Nakamura M, Whitby FG, Handa H, Fairbrother WG, Tantin
D. A general mechanism for transcription regulation by Oct1 and Oct4 in response
to genotoxic and oxidative stress. Genes Dev. 2009 Jan 15;23(2):208-22. PubMed
PMID: 19171782; PubMed Central PMCID: PMC2648538.

5: Tantin D, Gemberling M, Callister C, Fairbrother WG. High-throughput

biochemical analysis of in vivo location data reveals novel distinct classes of
POUSF1(0ct4)/DNA complexes. Genome Res. 2008 Apr;18(4):631-9. Epub 2008 Jan 22.
Erratum in: Genome Res. 2009 Apr;19(4):690. Fairbrother, William [corrected to
Fairbrother, William G]. PubMed PMID: 18212089; PubMed Central PMCID: PMC2279250.

6: Pfarr N, Prawitt D, Kirschfink M, Schroff C, Knuf M, Habermehl P, Mannhardt W,
Zepp F, Fairbrother WG, Loos M, Burge CB, Pohlenz J. Linking C5 deficiency to an
exonic splicing enhancer mutation. ] Immunol. 2005 Apr 1;174(7):4172-7. Erratum
in: ] Immunol. 2009 Apr 15;182(8):5152. Fairbrother, William [corrected to
Fairbrother, William G]. PubMed PMID: 15778377.

7: Fairbrother WG, Holste D, Burge CB, Sharp PA. Single nucleotide
polymorphism-based validation of exonic splicing enhancers. PLoS Biol. 2004
Sep;2(9):E268. Epub 2004 Aug 31. PubMed PMID: 15340491; PubMed Central PMCID:
PM(C514884.

8: Fairbrother WG, Yeo GW, Yeh R, Goldstein P, Mawson M, Sharp PA, Burge CB.



RESCUE-ESE identifies candidate exonic splicing enhancers in vertebrate exons.
Nucleic Acids Res. 2004 Jul 1;32(Web Server issue):W187-90. PubMed PMID:
15215377; PubMed Central PMCID: PMC441531.

9: Fairbrother WG, Yeh RF, Sharp PA, Burge CB. Predictive identification of
exonic splicing enhancers in human genes. Science. 2002 Aug 9;297(5583):1007-13.
Epub 2002 Jul 11. PubMed PMID: 12114529.

10: Fairbrother WG, Chasin LA. Human genomic sequences that inhibit splicing. Mol
Cell Biol. 2000 Sep;20(18):6816-25. PubMed PMID: 10958678; PubMed Central PMCID:
PM(C86212.



